Draft genome sequence of Halolamina rubra CBA1107(T), an agarolytic haloarchaeon isolated from solar salt.
Halolamina rubra CBA1107(T) (=CECT 8421(T), JCM 19436(T)), an extremely halophilic archaeon, was isolated from non-purified solar salt in the Republic of Korea. H. rubra CBA1107(T) shows agarase activity, and its draft genome contains 2955,064bp with a G+C content of 69.0%. This is the first genome that has been sequenced in the genus Halolamina.